. AG-creating mutations that activated aberrant 3'ss but did not use newly created 3'AG for exon ligation 
Legend: A, Aberrant 3'ss generated by mutations in the 3'YAG consensus; B, aberrant 3'ss generated by mutations elsewhere. or the upstream intron, respectively. The number of occurrences of abe The Stata statistical package (v. 8.2, StataCorp, TX, USA) was used to fit kernel density plots to the distances between authentic and cryptic/de novo 3'ss. Positive and negative numbers correspond to aberrant 3'ss located in the downstream exon rrant 3'ss is shown as short vertical bars for each distance (in nt). The corresponding scale is shown on the right side. Aberrant splice site that was found more than 400 nt from the authentic 3'ss were omitted from the plot.
